BIOTECHNOLOGY 
SYSTEMS 
BRANCH 




RAW SEQUENCE LISTING 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Inform»tion 
Center (STIC) detected errors when processing the following computer readable 
form: * 



IfTs 



Application Serial Number 
Source; 

Date Processed by STIC: 



0IP£ 



THE ATTACHED PRINTOUT EXPLA^S D^^D EF^ORS. _ 
m v a cir irnnw ARD THIS INFORMATION TO THE APPLICANT BY EITHER. 

T^SG^c^'mSmHTOVt in your next COMMUNICATION to the 

appi ir ANT WITH A NOTICE TO COMPLY or, " ■ 

2) TilSS^Jc^ICANT AND FAXING A COPY OF THIS PRINTOUT^ WITH A v , 

FOlTc^SSo^ESTIONS, PLEASE CONTACT MARK SPENCER, ^3 •368-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX 703-308-4216. 
PATENTIN 2.1 e-mail help: patinllhelp^uspto.goy or phone > 703 -306-411 
PATENTIN 3.0 e-mail help: p*tm3heln@usnto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
w^TON 3 0 PROGRAM. ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a stated the-art Windows based software program 
emDlovine a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3 .0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 eff ective October 1 1990 (old 
roles) and the revised version (new rules) effective July I, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings ,n Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing ,s expected to result in fewer errored sequence 
listings, thus saving time and money. 

Checker Versio" ^ n ran he down loaded from the HSPTO website at the following address: 

http:/Av>wv.uspto.gov/web/offices/pac/checker 



Raw Sequence Listing Error Summary 



rppnp DETECTED STlP.r.ESTEP CORRECTION 



SERIAL NUMBER: 



. T-t *_ ir<inur ft] a 

1 



<t" KUbW^"^' 1 ""'- 

prevent "wrapping. 



2 # Invalid Line Length it rules require that a line not exceed 72 characters in length. This includes white space, 

Bj/MisahgnedAmino The numbering under each 5 th amino acid is misaligned. Do not use tab codes between numbers; 
Numbering use space characters, instead. 



Non-ASCII 



_ Variable Length 



_PatentIn 2.0 
"bug" 



10 



11 



IT* submitted file was not saved in ASCII(DOS) text, as reared by the Sequence Rule, Please 
ensure your subsequent submission is saved in ASCII text 

Sequcnc«s)_cont^ 

^'^^iJS^ Plea, manually copy the ^J^^T <° 
Se subsequent amino acid sequence. This applies to the mandator <220>-<223> sections for 
Artificial or Unknown sequences. 

• TfintPntioml nlease insert the following lines for each skipped sequence: 
.Skipped Sequences ^ J^£SlS* (iS 5© NO where "X" is shown) 

(OLD RULES) ( ■ WFOI^nDN ^JgDW^^ £ ^ subtodin de ^ head.ng) 

(xi) SE Q uInSsCRIPT10N:SEQ ID NO* (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to include the skipped sequences. 

Slopped Sequences Sequence^) missing. If intentional, please msert the following lines for each skipped sequence. 

(NEW RULES) <210> sequence id number 

<400> sequence id number 

000 

Use of »'. or Xaa's Use of n's and/or Xaa's have b« £Wg ^^^Y if n's or Xaa's are present. 
""(NEW RULES) P'rU£o^ 

is Artificial Sequence 
_Use of <220> Sequences) 



12 



_PatentIn 2.0 
"bug" 



^ ^ mining the <220> "Feature" and associated numeric identifiers and responses. 

Plate do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted file 
AMC - Biotechnology Systems Branch - 06/04/2001 



DATE: 12/06/2001 
RAW SEQUENCE LISTING 15 19 -49 

PATENT APPLICATION: US/09/993,420 TIME. 15.19.4y 



OIPE 



input Set : A:\01997.201006.SEQLIST.TXT 

Output Set: N:\CRF3\12062001\I993420.raw Qj^ggt^ Diskette Need@d 

<110> APPLICANT: Horvitz, H. Robert £ft*n>o~\l' 
<1 2 0> S 9 LE r OF e iNVENSoNt IDENTIFICATION AND CHARACTERIZATION OF A 
<120 GENE WHICH^ROTECTS CELLS FROM PROGRAMMED CELL DEATH AND 



4 
5 
7 
8 

9 USES THEREOF 

11 <130> FILE REFERENCE: 01997/201006 
C -> 13 <140> CURRENT APPLICATION NUMBER: US/09/993,420 
C-> 13 <141> CURRENT FILING DATE: 2001-11-06 

13 <150> PRIOR APPLICATION NUMBER: 09/234,186 

14 <151> PRIOR FILING DATE: 1999-01-20 

16 <150> PRIOR APPLICATION NUMBER: 07/898,933 

17 <151> PRIOR FILING DATE : 1992 ; 06 ^ 2 /Q97 

19 <150> PRIOR APPLICATION NUMBER: 07/927,681 

20 <151> PRIOR FILING DATE: 1992- 08-10 

22 <150> PRIOR APPLICATION NUMBER: 08/288,295 

23 <151> PRIOR FILING DATE: 1994-08-10 

25 <150> PRIOR APPLICATION NUMBER: 08/801,248 

26 <151> PRIOR FILING DATE: 1997-02-19 
28 <160> NUMBER OF SEQ ID NOS : 8 

30 <170> SOFTWARE : FastSEQ for Windows Version 4.0 



ERRORED SEQUENCES 

245 <210> SEQ ID NO: 3 

246 <211> LENGTH : 280 

247 <212> TYPE: PRT 

248 <213> ORGANISM: Caenorrhabditis elegans 

250 <400> SEQUENCE: 3 ± T Arg 

251 Met Thr Arg Cys Thr Ala Asp Asn Ser Leu Thr Asn Pro a y 

c 10 

253 Arg Arg Thr Met Ala Thr Gly Gl« Met Lys Glu Phe Leu Gly He Lys 
255 Gly Thr Glu Pro Thr Asp Phe Gly He Asn Ser Asp Ala Gin Asp Leu 
257 Pro Ser Pro Ser Arg Gin Ala Ser Thr Arg Arg Met Ser He Gly Glu 
259 Ser He Asp Gly Lys He Asn Asp Trp Glu Glu Pro Arg Leu Asp He 
26°1 Glu Gly Phe Val Val Asp Tyr Phe Thr His Arg He Arg Gin Asn Gly 
263 Met Glu Trp Phe Gly Ala Pro Gly Leu Pro Cys Gly Val Gin Pro Glu 
265 His. Glu Met Me2 Arg Val Met Gly Thr He Phe Glu Lys Lys His Ala 

267 Glu Asn Pne Glu Thr Phe Cys Glu Gin Leu Leu Ala Val Pro Arg He 

268 130 135 



file://C:\Crf3\Outhold\VsrI993420.htm 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/993 f 420 



DATE: 12/06/2001 
TIME: 15:19:50 



Input Set : A:\01997.201006.SEQLIST.TXT 
Output Set: N:\CRF3\12062001\I993420.raw 



269 Ser Phe Ser Leu Tyr Gin Asp Val Val Arg Thr Val Gly Asn 

271 ihr Asp Gin Cys Pro Met Ser Tyr Gly Arg Leu lie Gly Leu 

273 Phe Gly Gly Phe HI Ala Ala Lys Met Glu Ser Val Glu 

180 lo j 

275 Gly Gin Val Arg Asn Leu Phe Val Tyr Thr Ser Leu Phe lie 
97S 195 200 

277 Arg He Arg Asn Asn Trp Lys Glu His Asn Arg Ser Trp Asp 

97ft 210 215 

279 Met Thr Leu Gly Lys Gin Met Lys Glu Asp Tyr Glu Arg Ala 

III III Lys val Gly Arg Arg Lys Gin Asn Arg Arg Trp Ser Met 
282 245 250 

Ala^y'val Thr Ala Gly Ala He Gly He Val Gly Val Val Val Cys 

705 <210> SEQ ID NO: 8 

706 <211> LENGTH: 239 

707 <212> TYPE: PRT 

708 <213> ORGANISM: Homo sapiens 

710 <400> SEQUENCE: 8 

711 Met Ala His Ala Gly Arg Thr Gly Tyr As P Asn Arg Glu He 

719 T 5 10 

713 Lys Tyr lie His Tyr Lys Leu Ser Gin Arg Gly Tyr Glu Trp 

Vlt Gly Asp Val lly Ala Ala Pro Pro Gly Ala Ala Pro Ala Pro 

717 Phe Ser Ser Gin Pro Gly His Thr Pro His Pro Ala Ala Ser 

55 

7 Al Pro Val Ala Arg Thr Ser Pro Leu Gin Thr Pro Ala Ala Pro 

790 fiS 70 75 

721 Ala Ala Gly Pro Ala Leu Ser Pro Val Pro Pro Val Val His 

722 85 90 

723 Leu Arg Gin Ala Gly Asp Asp Phe Ser Arg Arg Tyr Arg Gly 

70A 100 105 ±±u 

725 Ala Glu Met Ser Ser Gin Leu His Leu Thr Pro Phe Thr Ala 

726 H5 120 

727 Arg Phe Ala Thr Val Val Glu Glu Leu Phe Arg Asp Gly Val 

135 14U 
729 Gly Arg lie Val Ala Phe Phe Glu Phe Gly Gly Val Met Cys 

m Ser Val Asn Arg Glu Me£ Ser Pro Leu Val Asp Asn lie Ala 

732 165 170 n „ n 

733 Met Thr Glu Tyr Leu Asn Arg His Leu His Thr Trp He Gin 

734 180 185 „ w 

735 Gly Gly Trp Asp Ala Phe Val Glu Leu Tyr Gly Pro Ser Met 

736 195 200 205 

Le^Phe^sp Phe Ser Trp Leu Ser Leu Lys Thr Leu Leu Ser Leu Ala 



Ala Gin 
160 
lie Ser 
175 

Leu Gin 



Lys Thr 

Asp Phe 

Glu Ala 
240 
He Gly 
255 



Val Met D ' 

15 

Asp Ala 

Gly He 

Arg Asp 

Gly Ala 

80 
Leu Ala 
95 

Asp Phe 

Arg Gly 

Asn Trp 

Val Glu 
160 
Leu Trp 
175 

Asp Asn 
Arg Pro 




215 



The type of errors shown exist throughout 
the Sequence Listing . Please check subsequent 
/ sequences for similar errors. 
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13 M:270 C: 
13 M:271 C: 



125 M:341 W 

126 M:341 W 

129 M:341 W 

130 M:341 W 
L:146 M:341 W 
L:283 M:252 E 
L:737 M:252 E 



VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/993,420 



DATE: 12/06/2001 
TIME: 15:19:51 



Input Set : A:\01997-201006.SEQLIST.TXT 
Output Set: N:\CRF3\12062001\I993420.raw 

Current Application Number differs, Replaced Current Application No 
Current Filing Date differs, Replaced Current Filing Date 

(46) "n" or "Xaa" used, for SEQ ID# : 1 

(46) "n" or "Xaa" used, for SEQ ID#:1 

(46) "n" or "Xaa" used, for SEQ ID#:1 

(46) "n" or "Xaa" used, for SEQ ID#:1 

(46) "n" or "Xaa" used, for SEQ ID# : 1 

No of Seq. differs, <211>LENGTH : Input : 280 Found:256 SEQ:3 
No. of Seq. differs, <211>LENGTH : Input : 239 Found: 208 SEQ: 8 
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